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3 <110> APPLICANT: STAMPS, Alasdair 

5 <120> TITLE OF INVENTION: A PROTEIN INVOLVED IN CARCINOMA 
7 <130> FILE REFERENCE: 1300-1-013PCT/US 



C--> 


9 


<140> CURRENT APPLICATION NUMBER: US/10/569 , 224 








c--> 


10 


<141> CURRENT FILING DATE: 2006- 


■02-22 














12 


<150> PRIOR 


APPLICATION 


NUMBER: 


GB0320878 .2 












13 


<151> PRIOR 


FILING DATE: 


2003-09-05 
















15 


<160> NUMBER OF 


SEQ 


ID NOS: 


6 


















17 


<170> SOFTWARE: 


Patentln version 3.1 














i r> 


<21C> SEQ ID NO 


i \ 
























20 


<211> LENGTH: 1042 
























21 


<212> TYPE: 


PRT 


























22 


<213> ORGANISM: 


Homo sapiens 


















24 


<400> SEQUENCE: 


1 
























26 


Met 


Pro 


Gly 


He 


Val 


Val 


Phe 


Arg 


Arg 


Arg 


Trp 


Ser 


Val 


Gly 


Ser Asp 




27 


1 








5 










10 










15 




30 


Asp 


Leu 


Val 


Leu 


Pro 


Ala 


He 


Phe 


Leu 


Phe 


Leu 


Leu 


His 


Thr 


Thr Trp 




31 








20 










25 










30 






34 


Phe 


Val 


He 


Leu 


Ser 


Val 


Val 


Leu 


Phe 


Gly 


Leu 


Val 


Tyr 


Asn 


Pro His 




35 






35 










40 










45 








38 


Glu 


Ala 


Cys 


Ser 


Leu 


Asn 


Leu 


Val 


Asp 


His 


Gly 


Arg 


Gly 


Tyr 


Leu Gly 




39 




50 










55 










60 










42 


He 


Leu 


Leu 


Ser 


Cys 


Met 


He 


Ala 


Glu 


Met 


Ala 


He 


He 


Trp 


Leu Ser 




43 


65 










70 










75 








80 




46 


Met 


Arg 


Gly 


Gly 


He 


Leu 


Tyr 


Thr 


Glu 


Pro 


Arg 


Asp 


Ser 


Met 


Gin Tyr 




47 










85 










90 










95 




50 


Val 


Leu 


Tyr 


Val 


Arg 


Leu 


Ala 


He 


Leu 


Val 


He 


Glu 


Phe 


He 


Tyr Ala 




51 








100 










105 










110 






54 


He 


Val 


Gly 


He 


Val 


Trp 


Leu 


Thr 


Gin 


Tyr 


Tyr 


Thr 


Ser 


Cys 


Asn Asp 




55 






115 










120 










125 








58 


Leu 


Thr 


Ala 


Lys 


Asn 


Val 


Thr 


Leu 


Gly 


Met 


Val 


Val 


Cys 


Asn 


Trp Val 




59 




130 










135 










140 










62 


Val 


He 


Leu 


Ser 


Val 


Cys 


He 


Thr 


Val 


Leu 


Cys 


Val 


Phe 


Asp 


Pro Thr 




63 


145 










150 










155 








160 




66 


Gly 


Arg 


Thr 


Phe 


Val 


Lys 


Leu 


Arg 


Ala 


Thr 


Lys 


Arg 


Arg 


Gin 


Arg Asn 




67 










165 










170 










175 




70 


Leu 


Arg 


Thr 


Tyr 


Asn 


Leu 


Arg 


His 


Arg 


Leu 


Glu 


Glu 


Gly 


Gin 


Ala Thr 




71 








180 










185 










190 






74 


Ser 


Trp 


Ser 


Arg 


Arg 


Leu 


Lys 


Val 


Phe 


Leu 


Cys 


Cys 


Thr 


Arg 


Thr Lys 




75 






195 










200 










205 








78 


Asp 


Ser 


Gin 


Ser 


Asp 


Ala 


Tyr 


Ser 


Glu 


He 


Ala 


Tyr 


Leu 


Phe 


Ala Glu 




79 




210 










215 










220 










82 


Phe 


Phe 


Arg 


Asp 


Leu 


Asp 


He 


Val 


Pro 


Ser 


Asp 


He 


He 


Ala 


Gly Leu 
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83 225 230 235 240 

86 Val Leu Leu Arg Gin Arg Gin Arg Ala Lys Arg Asn Ala Val Leu Asp 

87 245 250 255 

90 Glu Ala Asn Asn Asp lie Leu Ala Phe Leu Ser Gly Met Pro Val Thr 

91 260 265 270 

94 Arg Asn Thr Lys Tyr Leu Asp Leu Lys Asn Ser Gin Glu Met Leu Arg 

95 275 280 285 

98 Tyr Lys Glu Val Cys Tyr Tyr Met Leu Phe Ala Leu Ala Ala Tyr Gly 



99 


290 








295 








300 










102 


Trp 


Pro 


Met 


Tyr 


Leu 


Met 


Arg 


Lys 


Pro 


Ala 


Cys 


Gly 


Leu 


Cys 


Gin 


Leu 


103 


305 










310 










315 










320 


106 


Ala 


Arg 


Ser 


Cys 


Ser 


Cys 


Cys 


Leu 


Cys 


Pro 


Ala 


Arg 


Pro 


Arg 


Phe 


Ala 


107 










325 










330 










335 




110 


Pro 


Gly Val 


Thr 


He 


Glu 


Glu 


Asp 


Asn 


Cys 


Cys 


Gly 


Cys 


Asn 


Ala 


He 


111 








340 










345 










350 






114 


Ala 


He Arg 


Arg 


His 


Phe 


Leu 


Asp 


Glu 


Asn 


Met 


Thr 


Ala 


Val 


Asp 


lie 


115 






355 










360 










365 








118 


Val 


Tyr 


Thr 


Ser 


Cys 


His 


Asp 


Ala 


Val 


Tyr 


Glu 


Thr 


Pro 


Phe 


Tyr 


Val 


119 




370. 










375 










?80 










122 


Ala 


Val 


Asp 


His 


Asp 


Lys" 


Lys 


Lys 


Val 


Val 


lie 


Ser 


He 


Arg 


Gly 


Thr 


123 


385 










390 










395 










400 


126 


Leu 


Ser 


Pro 


Lys 


Asp 


Ala 


Leu 


Thr 


Asp 


Leu 


Thr 


Gly 


Asp 


Ala 


Glu 


Arg 


127 










405 










410 










415 




130 


Leu 


Pro 


Val 


Glu 


Gly 


His 


His 


Gly 


Thr 


Trp 


Leu 


Gly 


His 


Lys 


Gly 


Met 


131 








420 










425 










430 






134 


Val 


Leu 


Ser 


Ala 


Glu 


Tyr 


He 


Lys 


Lys 


Lys 


Leu 


Glu 


Gin 


Glu 


Met 


Val 


135 






435 










440 










445 








138 


Leu 


Ser 


Gin 


Ala 


Phe 


Gly 


Arg 


Asp 


Leu 


Gly 


Arg 


Gly 


Thr 


Lys 


His 


Tyr 


139 




450 










455 










460 










142 


Gly 


Leu 


He 


Val 


Val 


Gly 


His 


Ser 


Leu 


Gly 


Ala 


Gly 


Thr 


Ala 


Ala 


He 


143 


465 










470 










475 










480 


146 


Leu 


Ser 


Phe 


Leu 


Leu 


Arg 


Pro 


Gin 


Tyr 


Pro 


Thr 


Leu 


Lys 


Cys 


Phe 


Ala 


147 










485 










490 










495 




150 


Tyr 


Ser 


Pro 


Pro 


Gly 


Gly 


Leu 


Leu 


Ser 


Glu 


Asp 


Ala 


Met 


Glu 


Tyr 


Ser 


151 








500 










505 










510 






154 


Lys 


Glu 


Phe 


Val 


Thr 


Ala 


Val 


Val 


Leu 


Gly 


Lys 


Asp 


Leu 


Val 


Pro 


Arg 


155 






515 










520 










525 








158 


He 


Gly 


Leu 


Ser 


Gin 


Leu 


Glu 


Gly 


Phe 


Arg 


Arg 


Gin 


Leu 


Leu 


Asp 


Val 


159 




530 










535 










540 










162 


Leu 


Gin 


Arg 


Ser 


Thr 


Lys 


Pro 


Lys 


Trp 


Arg 


He 


He 


Val 


Gly 


Ala 


Thr 


163 


545 










550 










555 










560 


166 


Lys 


Cys 


He 


Pro 


Lys 


Ser 


Glu 


Leu 


Pro 


Glu 


Glu 


Val 


Glu 


Val 


Thr 


Thr 


167 










565 










570 










575 




170 


Leu 


Ala 


Ser 


Thr 


Arg 


Leu 


Trp 


Thr 


His 


Pro 


Ser 


Asp 


Leu 


Thr 


He 


Ala 


171 








580 










585 










590 






174 


Leu 


Ser 


Ala 


Ser 


Thr 


Pro 


Leu 


Tyr 


Pro 


Pro 


Gly 


Arg 


He 


He 


His 


Val 


175 






595 










600 










605 








178 


Val 


His 


Asn 


His 


Pro 


Ala 


Glu 


Gin 


Cys 


Cys 


Cys 


Cys 


Glu 


Gin 


Glu 


Glu 


179 




610 










615 










620 
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182 


Pro 


Thr 


Tyr Phe 


Ala 


lie 


Trp 


Gly 


Asp 


Asn 


Lys 


Ala 


Phe 


Asn 


Glu 


Val 


183 


625 








630 










635 










640 


186 


lie 


lie 


Ser Pro 


Ala 


Met 


Leu 


His 


Glu 


His 


Leu 


Pro 


Tyr 


Val 


Val 


Met 


187 








645 










650 










655 




190 


Glu 


Gly 


Leu Asn 


Lys 


Val 


Leu 


Glu 


Asn 


Tyr 


Asn 


Lys 


Gly 


Lys 


Thr 


Ala 


191 






660 










665 










670 






194 


Leu 


Leu 


Ser Ala 


Ala 


Lys 


Val 


Met 


Val 


Ser 


Pro 


Thr 


Glu 


Val 


Asp 


Leu 


195 






675 








680 










685 








198 


Thr 


Pro 


Glu Leu 


lie 


Phe 


Gin 


Gin 


Gin 


Pro 


Leu 


Pro 


Thr 


Gly 


Pro 


Pro 


199 




690 








695 










700 










202 


Met 


Pro 


Thr Gly 


Leu 


Ala 


Leu 


Glu 


Leu 


Pro 


Thr 


Ala 


Asp 


His 


Arg 


Asn 


203 


705 








710 










715 










720 


206 


Ser 


Ser 


Val Arg 


Ser 


Lys 


Ser 


Gin 


Ser 


Glu 


Met 


Ser 


Leu 


Glu 


Gly 


Phe 


207 








725 










730 










735 




210 


Ser 


Glu 


Gly Arg 


Leu 


Leu 


Ser 


Pro 


Val 


Val 


Ala 


Ala 


Ala 


Ala 


Arg 


Gin 


211 






740 










745 










750 






214 


Asp 


Pro 


Val Glu 


Leu 


Leu 


Leu 


Leu 


Ser 


Thr 


Gin 


Glu 


Arg 


Leu 


Ala 


Ala 


215 






755 








760 










765 








218 


Glu 


Leu 


Gin ?Az 


Arg 


Arg 


Ala 


Pro 


Lev. 


Ala 


Thr 


Met 


Glu 


Ser 


Leu 


Ser 


219 




770 








773* 










780 










222 


Asp 


Thr 


Glu Ser 


Leu 


Tyr 


Ser 


Phe 


Asp 


Ser 


Arg 


Arg 


Ser 


Ser 


Gly 


Phe 


223 


785 








790 










795 










800 


226 


Arg 


Ser 


lie Arg 


Gly 


Ser 


Pro 


Ser 


Leu 


His 


Ala 


Val 


Leu 


Glu 


Arg 


Asp 


227 








805 










810 










815 




230 


Glu 


Gly 


His Leu 


Phe 


Tyr 


He 


Asp 


Pro 


Ala 


He 


Pro 


Glu 


Glu 


Asn 


Pro 


231 






820 










825 










830 






234 


Ser 


Leu 


Ser Ser 


Arg 


Thr 


Glu 


Leu 


Leu 


Ala 


Ala 


Asp 


Ser 


Leu 


Ser 


Lys 


235 






835 








840 










845 








238 


His 


Ser 


Gin Asp 


Thr 


Gin 


Pro 


Leu 


Glu 


Ala 


Ala 


Leu 


Gly 


Ser 


Gly 


Gly 


239 




850 








855 










860 










242 


Val 


Thr 


Pro Glu 


Arg 


Pro 


Pro 


Ser 


Ala 


Ala 


Ala 


Asn 


Asp 


Glu 


Glu 


Glu 


243 


865 








870 










875 










880 


246 


Glu 


Val 


Gly Gly 


Gly 


Gly 


Gly 


Gly 


Pro 


Ala 


Ser 


Arg 


Gly 


Glu 


Leu 


Ala 


247 








885 










890 










895 




250 


Leu 


His 


Asn Gly 


Arg 


Leu 


Gly 


Asp 


Ser 


Pro 


Ser 


Pro 


Gin 


Val 


Leu 


Glu 


251 






900 










905 










910 






254 


Phe 


Ala 


Glu Phe 


lie 


Asp 


Ser 


Leu 


Phe 


Asn 


Leu 


Asp 


Ser 


Lys 


Ser 


Ser 


255 






915 








920 










925 








258 


Ser 


Phe 


Gin Asp 


Leu 


Tyr 


Cys 


Met 


Val 


Val 


Pro 


Glu 


Ser 


Pro 


Thr 


Ser 


259 




930 








935 










940 










262 


Asp 


Tyr 


Ala Glu 


Gly 


Pro 


Lys 


Ser 


Pro 


Ser 


Gin 


Gin 


Glu 


He 


Leu 


Leu 


263 


945 








950 










955 










960 


266 


Arg 


Ala 


Gin Phe 


Glu 


Pro 


Asn 


Leu 


Val 


Pro 


Lys 


Pro 


Pro 


Arg 


Leu 


Phe 


267 








965 










970 










975 




270 


Ala 


Gly 


Ser Ala 


Asp 


Pro 


Ser 


Ser 


Gly 


He 


Ser 


Leu 


Ser 


Pro 


Ser 


Phe 


271 






980 










985 










990 






274 


Pro 


Leu 


Ser Ser 


Ser 


Gly 


Glu 


Leu 


Met Asp Leu Thr Pro Thr Gly L< 


275 






995 








1000 








1005 






278 


Ser 


Ser 


Gin Glu Cys Leu Ala Ala Asp Lys lie Arg Thr Ser Thr 
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282 Pro Thr 

283 1025 
286 He Ser 
287 



279 1010 1015 1020 

Gly His Gly Ala Ser Pro Ala Lys Gin Asp Glu Leu Val 
1030 1035 

Ala Arg 

1040 

290 <210> SEQ ID NO: 2 

291 <211> LENGTH: 5687 

292 <212> TYPE: DNA 

293 <213> ORGANISM: Homo sapiens 

295 <400> SEQUENCE: 2 

296 ggccttgggg agcccaggat ggaggtggcg gtcgcggcgg cgggccgagc 

2 98 gcgggaggag gtgagcacca ggcccactga gcctctgcag agccaccagc 
300 atcgtggtgt tccggcggcg ctggtctgtg ggcagtgatg acctcgtcct 
302 ttcctctttc tcctgcatac cacctggttt gtgatcctgt ccgtggtgct 
304 gtctataacc cgcacgaggc ctgctccctg aacctggtgg accacggccg 

3 06 ggcatcctgc tgagctgcat gatcgctgag atggccatca tctggctgag 
3 08 ggcatcctct acacggagcc ccgtgactcc atgcagtacg tgctctacgt 
310 atcctggtga tcgagttcat ctacgccatc gtgggcatcg tctggctcac 
312 acctcc.tgc?, acgacctcac tgccaagaat gt cachet eg gaatggttgt 
3i4 gtagccatcc tcagtgugtg catcactgtc ctctgcgtct tcgaccccac 
316 tttgtcaagc tgagagecac caagaggagg cagcgtaacc tgeggaccta 
318 caccgcttag aggagggtca agccaccagc tggtcgcgcc ggctcaaagt 
320 tgcacgcgga cgaaggactc ccagtcagat gcctactcag aaatcgecta 
322 gagttcttcc gggaccttga cattgtgcca tccgacatca ttgctggcct 
324 cggcagcggc agegggecaa gcgcaacgcc gtgctggacg aggcaaacaa 
326 gccttcctgt ctgggatgcc ggtgaccaga aacaccaagt acctcgacct 
328 caagagatgc tccgctacaa agaggtctgc tactacatgc tctttgccct 
330 gggtggccca tgtacctgat gcggaagccc gcctgcggcc tctgccaact 
332 tgctcgtgtt gcctgtgtcc tgcgaggccg cggttcgccc ctggagtcac 
334 gaeaactget gtggctgtaa tgccattgcc atccggcgcc acttcctgga 
336 actgcggtgg acategtcta tacctcctgc catgatgegg tctatgaaac 
33 8 gtggcggtgg accatgacaa gaagaaagtg gtgatcagta teegggggae 
340 aaggatgece tgactgacct gaegggtgat gctgagcgcc tccccgtgga 
342 ggcacctggc tgggccacaa gggtatggtc ctctcagctg agtacatcaa 
344 gagcaggaga tggtcctgtc ccaggccttt gggegagace tgggecgegg 
346 tacggcctga ttgtggtggg ccactccctg ggegegggea ctgctgccat 
348 cttctgcgcc cacagtatcc gaccctcaag tgetttgect actccccgcc 
350 ctgagtgagg atgcaatgga gtattccaag gagttcgtga ctgctgtggt 
352 gacctcgtcc ccaggattgg cctctctcag ctggaaggct tccgcagaca 
354 gtcctgcagc gaagcaccaa geccaaatgg eggatcateg tgggggecac 
356 cccaagtcgg agetgectga ggaggtagag gtgaccaccc tggccagcac 
358 acccacccca gcgacctaac tatagccctc tcagccagca ctccactcta 
360 cgcatcatcc acgtggtcca caaccaccct gcagagcagt getgetgetg 
362 gagcccacat actttgecat ctggggcgac aacaaggect tcaatgaggt 
364 ccagccatgc tgeatgagea cctgccctat gtggtcatgg aggggctcaa 
366 gagaactaca acaaggggaa gaccgctctg ctctctgcag ccaaggtcat 
368 accgaggtgg acctgactcc tgagctcatc ttccagcagc agccactccc 
3 70 cccatgccca ctggccttgc cctggagctg ccgactgcag accaccgcaa 
3 72 aggagcaagt cccagtctga gatgagectg gagggcttct eggaggggeg 



cctgcggcgg 


60 


catgcccggg 


120 


accagccatc 


180 


cttcggcctg 


240 


cggctacctg 


300 


catgegeggg 


360 


gcgcctggcc 


420 


tcagtactac 


480 


ctgcaactgg 


540 


gggccgcacc 


buuT 


caacctgcgg 


660 


gttcctctgc 


720 


cctctttgcg 


780 


ggtgctgctc 


840 


tgacatcttg 


900 


caagaattca 


960 


ggctgcctac 


1020 


ggctcggtcc 


1080 


catcgaggaa 


1140 


cgagaacatg 


1200 


gcccttctac 


1260 


cctgtccccc 


1320 


ggggcaccac 


1380 


gaagaaactg 


1440 


aaccaaacac 


1500 


cctctccttc 


1560 


agggggectg 


1620 


tctgggcaaa 


1680 


gctcctggat 


1740 


caaatgeate 


1800 


gcggctctgg 


1860 


cccgcccggc 


1920 


tgagcaggag 


1980 


gatcatctcg 


2040 


caaggtgctg 


2100 


ggtgagccct 


2160 


cacggggccg 


2220 


cagcagcgtc 


2280 


getgetgteg 


2340 
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374 ccagtggttg cggcggcggc ccgccaggac ccggtggagc tgctgctgct gtctacccag 
376 gagcggctgg cggcggagct gcaggcccgg cgggcaccac tggccaccat ggagagcctc 
3 78 tcggacactg agtccctgta cagcttcgac tcgcgccgct cctcaggctt ccgcagcatc 
380 cggggctccc ccagcctcca cgctgtgctg gagcgtgatg aaggccacct cttctacatt 
382 gaccctgcca tccccgagga aaacccatcc ctgagctcgc gcactgagct gctggcggcc 
384 gacagcctgt ccaagcactc acaggacacg cagcccctgg aggcggccct gggcagtggc 
386 ggcgtcactc ctgagcggcc ccccagtgct gcggccaatg acgaggagga agaggttggc 
388 ggtgggggtg gcgggccggc ctcccgcggg gagctggcgc tgcacaatgg gcgcctgggg 
3 90 gactcgccca gtcctcaggt gctggaattc gccgagttca tcgacagcct cttcaacctg 
392 gacagcaaga gcagctcctt ccaagacctc tactgcatgg tggtgcccga gagccccacc 
3 94 agtgactacg ctgagggccc caagtccccc agccagcaag agatcctgct ccgtgcccag 
3 96 ttcgagccca acctggtgcc caagccccca cggctctttg ccggctcagc cgacccctcc 
3 98 tcgggcatct cactctcgcc ctccttcccg ctcagctcct cgggtgagct catggacctg 
400 acgcccacgg gcctcagtag ccaggaatgc ctggcggctg acaagatccg gacttctacc 
402 cccactggcc acggagccag ccccgccaag caagatgagc tggtcatctc agcacgctag 
404 caccccagtt gcgtggccag ccgggcccag gcaggagcag gtggccctgt gggcacctgg 
406 tgcctgcccc ctgccgggca gctttaagga cagaccccca ggggcagttt agcctcaggc 
408 acaggcatcg_ ctgctgagct gggggtccgc atccctacct cagcttagga cccccagagc 
410. caaggtc;;j^'r ggga.tctgc?c cccaoagata gggaaagatg gggaagggtg tgg^gtgggg 
412 aggagccLgg gcagcetgct gggtgggcca cactcagcct gactgccctc catgggggca 
414 ttctggcacc ccctgctcca ggacaggcca tgggcaagct gcctcccatc actgcctgct 
416 ggctgctctc ccaggggcca ggtgtgaaga gcagtgcccc ccgacacatg tattctcatc 
418 tgtggtccag gccggcatcg tcctggccac cccccagatc tggtgcctgc tggccggccc 

42 0 cctggggtgc ccctgccgag gtggcctgca gtgctgtaca tgtttacaga agctgctggg 
422 cttggctcag gatgtgttct gggcttgcaa gccccccgcc caatcatgtg ttcagtagcc 
424 gtcctctgag cagggcccaa ggcagccagg ggcctggagg ggccagagga gggtggggtc 
426 agggccgccc cttctctgcc ttgtgcctct catgctgcct cctctgccca tgggtcctgg 
428 gcacccaggc ctgccctgcc tgctggctac ttcctggctt accttctacc cccaaggatc 

43 0 ctcaccaccc aaagggtggt gggcactgct gtgaccaccc cagctgcaga gtcagtgccc 
432 tgggtggaag gaaggcactg agagccccct tcctctgagg gccccacctc accccttggt 
434 gtcaccccca ccacgcctag gcagctctgg gccctgggat ctggaaccaa cacacccctg 
436 ttcccctcag ctttccctcc tcgctggcct gggcaccctc ctgggagcag gccttcctcc 
438 ctcccacccc caatgtcctg ttggtaggag gtggggccaa gagtggggta tggtgggcct 
440 tggctggaga cctctgtcca ctgcccaggg aggggcctgg ggctgggagc agtcccggtt 
442 tagcctgagg tccccatagg gcttcctccc ctgctgggtt tgggaagcag ttagggagat 
444 agcgacccgg agtttcccca gaagcggggt gggagggtgt gcatgctagt gttggcgcgt 
446 atgcatgtgc atgagtgtgc accgttccta aggaaggggc ctctggggct gcccacccta 
448 cctgccctgc ctgcctgctg cccctcccag cctgccaaga aaacggtagg ggagcatgat 
450 ggggcctttg aggcagggtc gcagggacaa gctcagcttt aggcaccatc tgttcccatc 
452 acgcctgctg ctgtgacccg ttttggaaaa ctggtgtgta ccgaggcgct gactgcacgg 
454 ctgaccgcct gctcgtgcct tcattctgca gcggcatggt ccctcccatt ctggctccac 
456 ctgcagcctc cctgggtggc ctaggctccc ccgaccaaga gacctccctc tcatgatcac 
458 tggtacctgg gggcctgaat tctggccccc ggctccccac acagctggga ctggcctgga 
460 tggctgtcct gggagcccct gcccaccctg acggagctgg gcctcccctc atcctctgta 
462 actcccgcct tcaccagact caaggacacc ctggccctgc tgaggcatac agagcttcag 
464 cccagcacag aagcaagaca aaatcagtgg ctcttagagt ttagaaaaca agacagactc 
466 tcagatgaaa gatctgacaa gcaccgtggc cagtcacagg gagagacttg atgtctggcc 
468 ttttaattcc tcctctgcca gggtgggtcc tgggacctct aatgtgggca tgtcgtccac 
470 cccaggacga gccatcaggg acagaccccc cacccccaag gctgcagcca caccatgttt 
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VERIFICATION SUMMARY DATE: 03/02/2006 

PATENT APPLICATION: US/10/569,224 TIME: 10:25:03 

Input Set : A:\1300-1-013PCTUS - SEQUENCE LIST.txt 
Output Set: N:\CRF4\03022006\J569224.raw 

L:9 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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